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<110> APPLICANT: Yanofsky, Martin F. 
Liljegren, Sarah 
Farrandiz, Cristina 

The Regents of the University of California 
<120> TITLE OF INVENTION: Selective Control of Lignin Biosynthesis in Transgenic 
Plants 

<130> FILE REFERENCE: 19452A-000940US 

<140> CURRENT APPLICATION NUMBER: US 09/981, 087A 

<141> CURRENT FILING DATE: 2002-05-21 

<150> PRIOR APPLICATION NUMBER: US 60/090,649 

<151> PRIOR FILING DATE: 1998-06-25 

<150> PRIOR APPLICATION NUMBER: US 09/339,998 

<151> PRIOR FILING DATE: 1999-06-25 

<160> NUMBER OF SEQ ID NOS : 25 

<170> SOFTWARE: Patent In Ver. 2.1 

<210> SEQ ID' NO: 1 

<211> LENGTH: 1062 

<212> TYPE: DNA 

<213> ORGANISM: Arabidopsis sp . 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 



CDS 

(101) . . (829) 

<223> OTHER INFORMATION: AGAMOUS-LIKE 8 (AGL8) 
<400> SEQUENCE: 1 

cccagagaga cataagaaag aaagagagag agagatactt tggtcatttc agggttgtcg 
tttctctctc ttgttcttga gattttgaag agagagagat atg gga aga ggt agg 

Met Gly Arg Gly Arg 
1 5 

gtt cag ctg aag agg ata gag aac aag ate aat agg caa gtt act ttc 
Val Gin Leu Lys Arg lie Glu Asn Lys lie Asn Arg Gin Val Thr Phe 

10 15 20 

tea aag aga agg tct ggt ttg etc aag aaa get cat gag ate tct gtt 
Ser Lys Arg Arg Ser Gly Leu Leu Lys Lys Ala His Glu lie Ser Val 

25 30 35 

etc tgc gat get gag gtt get etc ate gtc ttc tct tec aaa ggc aaa 
Leu Cys Asp Ala Glu Val Ala Leu lie Val Phe Ser Ser Lys Gly Lys 

40 45 50 

etc ttc gaa tat tec ace gac tct tgc atg gag agg ata ctt gaa cgc 
Leu Phe Glu Tyr Ser Thr Asp Ser Cys Met Glu Arg lie Leu Glu Arg 

55 60 65 

tat gat cgc tat tta tat tea gac aaa caa ctt gtt ggc cga gac gtt 
Tyr Asp Arg Tyr Leu Tyr Ser Asp Lys Gin Leu Val Gly Arg Asp Val 
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103 aactatctca ctctttataa tataatgata atataattaa tgtttaatat tttcataaca 889 

105 ttcagcattt ttttggtgac ttatactcat tattaatacc gatatgtttt agctagtcat 94 9 

107 attatatgta tgatggaact ccgttgtcga gacgtatgta cgtaagctat, cattagattc 1009 

109 actgegtett aagaacaaag attcatatct tggtaatgat ttctcatgaa ata 1062 
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210 










215 










220 










267 


Tyr 


He 


Pro 


Val 


Asn 


Leu 


Leu 


Glu 


Pro 


Asn 


Gin 


Gin 


Phe 


Ser Gly 


Gin 


268 


225 










230 










235 










240 


269 


Asp 


Gin 


Pro 


Pro 


Leu 


Gin 


Leu 


Val 



















270 245 

273 <210> SEQ ID NO: 5 

274 <211> LENGTH: 959 

275 <212> TYPE: DNA 

276 <213> ORGANISM: Arabidopsis sp. 
278 <220> FEATURE: 

27 9 <221> NAME/KEY: CDS 

280 <222> LOCATION: (78).. (818) 

281 <223> OTHER INFORMATION: AGAMOUS-LIKE 5 (AGL5) 
2 83 <4 00> SEQUENCE: 5 

284 gaattcatct tcccatcctc acttctcttt ctttctgatc ataattaatc ttgctaagcc 60 

286 agctagggct tatagaa atg gag ggt ggt gcg agt aat gaa gta gca gag 110 

287 Met Glu Gly Gly Ala Ser Asn Glu Val Ala Glu 



288 












1 








5 










10 






290 


age 


age 


aag 


aag 


ata 


ggg 


aga 


ggg 


aag 


ata 


gag 


ata 


aag 


agg 


ata 


gag 


158 


291 


Ser 


Ser 


Lys 


Lys 


He 


Gly 


Arg 


Gly 


Lys 


He 


Glu 


He 


Lys 


Arg 


He 


Glu 




292 








15 










20 










25 








294 


aac 


act 


acg 


aat 


cgt 


caa 


gtc 


act 


ttc 


tgc 


aaa 


cga 


cgc 


aat 


ggt 


tta 


206 


295 


Asn 


Thr 


Thr 


Asn 


Arg 


Gin 


Val 


Thr 


Phe 


Cys 


Lys 


Arg 


Arg 


Asn 


Gly 


Leu 




296 






30 










35 










40 










298 


etc 


aag 


aaa 


get 


tat 


gag 


etc 


tct 


gtc 


ttg 


tgt 


gac 


get 


gag 


gtt 


get 


254 


299 


Leu 


Lys 


Lys 


Ala 


Tyr 


Glu 


Leu 


Ser 


Val 


Leu 


Cys 


Asp 


Ala 


Glu 


Val 


Ala 




300 




45 










50 










55 












302 


ctt 


gtc 


ate 


ttc 


tec 


act 


cga 


ggc 


cgt 


etc 


tac 


gag 


tac 


gee 


aac 


aac 


302 


303 


Leu 


Val 


He 


Phe 


Ser 


Thr 


Arg 


Gly 


Arg 


Leu 


Tyr 


Glu 


Tyr 


Ala 


Asn 


Asn 




304 


60 










65 










70 










75 




306 


agt 


gtg 


aga 


gga 


aca 


ata 


gaa 


agg 


tac 


aag 


aaa 


get 


tgc 


tec 


gac 


gee 


350 


307 


Ser 


Val 


Arg 


Gly 


Thr 


He 


Glu 


Arg 


Tyr 


Lys 


Lys 


Ala 


Cys 


Ser 


Asp 


Ala 




308 










80 










85 










90 






310 


gtt 


aac 


cct 


ccg 


ace 


ate 


ace 


gaa 


get 


aat 


act 


cag 


tac 


tat 


cag 


caa 


398 
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VERIFICATION SUMMARY DATE: 06/03/2002 

PATENT APPLICATION: US/09/981, 087A TIME: 12:59:24 



Input Set : A:\-9-4.app 

Output Set: N:\CRF3\06032002\I981087A.raw 

L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:398 M:283 W: Missing Blank Line separator, <400> field identifier 

L:399 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (7) SEQUENCE 

L:403 M:283 W: Missing Blank Line separator, <400> field identifier 

L:404 M:300 W: (50) Intentionally skipped Sequence, : Sequence Id (8) SEQUENCE 
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